En EEE‘-?@&*/ Beyotime Biotechnology
THHRER: 400-16833013K800-8283301
"LTLiie—mail: order@beyotime.com

R ARE18: info@beyotime.com
WILE: http://www.beyotime.com

a- 2% K

“s Y Beyotime

RAD54L Knockout HEK293T Cells

Lt k] 77 i A4 R B
L30392 RAD54L Knockout HEK293T Cells 152/
P
> RADS54L Knockout HEK293T Cells (RADS4L3E [Al il B HEK 293 T4 ff) /& 3 ik [A] i %6 ik Cas9 H )3 [FlsgRNA Flpuromycinfi P

A\

S, JFSEEL T H I CRISPRAR ITHEK 293 TAR L . A H A2 A AR C 288 I TTERE I RIE . AR £ 50
BEZML, W T HREER A D Remt 7L, n] DR Tk DA B A (R 30 E

AHEK293T Cells Ay 1] [ I 5 Cas9. puromycindyi i3k KA H ()3 FlsgRNA 1) 1857 B B Y HEK 293 T4 i I 48 it puromycin i
I SR ARSI 22 e EHEK 293 TR A . 1l 2% A 40 Mt (1) A 8248 o3 25 114 32k DR 471 7 O e 18 15 EZH K.

U6 sgRNA EFS  SpCas9 Flag P2APuro

BI1. AR Rk sgRNA L Cas9H puromycinii 14 115995 15 FL 28 ] /37 91 (1) G B 5 2.

A4 B SRR bR CL 4l I T7TERE SR IE -

T 7 40 g 2 i i CRISPR/CasO4% R SRAFHI 22 T A A, FE T CRISPR/CasOF A f4F i, BRSSP 35075 2/3 i 4 i & A A i 5
AR FECT H B RS, PR 13 R R RIS A . IRZ G0 N A 223 AR A B B IRER, ©4 2
CUATIR Z 10 B R R I A2 TR MR T T o W A5 B3R5 100% 52 R m bR I A0, T LA A48 A= i i o e P 4 D
B AL 5 R BT B e B AR MR B i R R 5

AL T 286, 28 R IS 358 A 0 A AT I 1) £ % B 201 Jfd Control Knockout HEK293T Cells (L00020)ER 4 5] GFP (1) %+ B& 21 ffd
GFP Knockout HEK293T Cells (L00022).

3 7K A AL T CRISPR/Cas94i A IR ADS4LEE A i % (1) S5 R (130390 pLenti-RADS4L-sgRNA). 187 #(1.30391 RADS4L
Knockout Lentivirus). HEK293T4H (130392 RADS54L Knockout HEK293T Cells). HEK293 TRk 4 il AIRTPAZL A (130393
RADS54L Knockout HEK293T RIPA Lysate). HEK293T i i 4H Al (1) Trizol 2 % ¥ (L30394 RADS4L Knockout HEK293T Trizol
Lysate) 55 ™ i, B ARTE7E 28 22 R W 25 1) BOLE A7 ity 9 D st o AF ™ i o

RADSALZE A ) FEAG B

Species Gene Symbol Gene ID GenBank Accession Transcript
Human RADS54L 8438 BC121059 NM_003579
About the gene

Official Symbol RADS54L

Previous Symbol -

Official Full Name | RADS54 like

Synonyms hHR54; hRAD54; RADS4A
Location 1p34.1

Gene Type protein-coding gene

Uniprot ID Q92698

Pathway/Library others

The protein encoded by this gene belongs to the DEAD-like helicase superfamily, and shares similarity
with Saccharomyces cerevisiae Rad54, a protein known to be involved in the homologous recombination
and repair of DNA. This protein has been shown to play a role in homologous recombination related repair
of DNA double-strand breaks. The binding of this protein to double-strand DNA induces a DNA
topological change, which is thought to facilitate homologous DNA paring, and stimulate DNA
recombination. Alternative splicing results in multiple transcript variants encoding the same protein
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h. WA RE, FE LLE B AR 2250/ ml, SR &R AEFL200p B 2196 FLAR Hh (B L 20.5 41 D), i i B v
B 241 PR R

2. EERENLERE:

a. X TZ M, v LLU#EIET7 Endonuclease I (T7TEDZHAT %55E, HIFEIAMAEERIZHDNA, #EsgRNAJT HI BT 5147)
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 152/
0222 H R R - TR R IR W(100X) 100ml
D0508S/M 2 PR 2 g A SR A A ) 25/1001%
D7080S/M/L T7 Endonuclease T (CRISPR%%3 [X] 545 %5 5 ) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride (/%5 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride (W#4 %5 3) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride ("M 2 2%) 250mg
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